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DNA (PDB)
(SWISS-PROT)
Locus ECORBS 6197 bp DNA || ID  RBSB ECOLI ... HEADER  SUGAR TRANSPORT 23-SEPtS
30-0CT-1994 AC  P02925: COMPND  D-RIBOSE-BINDING PROTEJN
DEFINITION E.coli ...rbsB .... DT  21-JUL-1986 (...CREATED) COMPND 2 (G134R) COMPLEXED WITH
transport system, .1/ DT 21-JUL-1986 (... UPDATE)
ACCESSION M13169 M13517 DT  01-NOV-1995 (... UPDATE)
NID 9147511 DE  D-RIBOSE-BINDING ... AUTHOR  S.L.MOWBRAY,A.J.BJORKMAN
KEYWORDS  high affinity ribosg GN  RBSB OR RBSP OR PRLB. REVDAT 1  26-JAN-95 1DRJ 0
JRNL AUTH  A.J.BJORKMAN
ORGANISM  Escherichia coli 0C  PROKARYOTA; GRACILICUTES; || oy TITL  PROBING PR...
REFERENCE 1 (sites) gﬁ ENTEROBACTERIACEAE. JRNL TITL 2 RIBOSE-BINDING
AUTHORS [1]RP SEQUENCE FROM N'A"'"JRNL REF  TO BE PUBLISHED
TITLE RX  MEDLINE; 84032513.
RA  GROARKE J.M., MAHONEY W.C.|| JRNL REFN  ASTM
JOURNAL RA  ZALKIN H., HERMODSON M.A.:|| SEQRES 1 271 LYS ASP THR ...
MEDLINE  84032513FEATURES || RL  J. BIOL. CHEM. 258:... SEQRES 2 271 PRO PHE PHE ...
gene 122..127 CC  -1- FUNCTION: INVOLVED IN || ...
/gene="rhsB" - HELIX 1 APRO 14 LEV .|.
/translation="WKKGTVLNS...|| KW  TRANSPORT; SUGAR TRANSPORTH HELIX 2 B PRO 43 LEU .|.
.- KW  3D-STRUCTURE. ...
ORIGIN 94 bp upstream of Bcll| SQ  SEQUENCE 296 AA; ... ATOM 1 N LYS 1 xivylzl
MNMKKLATLY SAVALSATVS ANA. 2 A .

1 ctcaggttcg aaatctaac

" ATOM

LYS 1 x2 \7
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Common Format SWISS-PROT PR
entry entry ProteinEntry
ID entrylid entry/@name ProteinEntry/@id

entrylname entry/proteinName ProteinEntry/proteinname
entrylgene entrylgenes/gene/@name ProteinEntry/genetics/igene/uid
sntry/organlsm/commo entry/organisms/organism/iname  ProteinEntry/organism/common
entrylreference entrylreferences/reference ProteinEntry/reference/refinfo
entry/function entrylcomments

EC# entry/EC_num entry/proteinName
entry/keyword entry/keywords/keyword ProteinEntry/keywords/keyword
entry/sequence entry/sequence ProteinEntry/sequence
entryffeature entryffeatures/feature ProteinEntry/feature
entrylfeature/type entry/features/feature/@key ProteinEntry/feature/feature-type

entrylfeature/descriptio entry/features/feature/@descriptio

. " ProteinEntry/feature/description

"o XML

<?xml version="1.0"?>

PDB

PDBj

PDBj/@entry_ID
PDBj/main/entitylentity_item/desc
iption
PDBj/main/entitylentity_item/src_¢
enfgene

PDBj/main/entity/entity_item/src_¢
en/common name
PDBj/main/citation/citation_item

PDBjmain/entity/entity_item/EC
PDBj/main/structkeywords
PDBj/main/entitylentity_item/seq_
one_letter code

PDBj/struct/site
PDBj/struct/site/@id

PDBjlstruct/site/site_gen/details

<entry>
<id> </id>
<date> </date>
<name db="pir” acc=".." > </name>
<gene db="sp” acc=".."> </gene>

<organism db="pir" acc="..">
<scientific db="pir” acc="..">
<common db="pir” acc="..">

</organism>

<reference db="pir” acc="..">

<author> </author> <citation>
<year> <lyear>  <title>
<first_page>

</reference>

<function db="sp” acc=".."> <desc>

<keyword db="sp” acc="..">

</ffirst_page> <last_page>

</scientific>
</common>

</citation> <volume> </volume>
</title>
</last_page>

</desc> </function>
</keyword>

<feature db="pir" acc=".."> <type> </type> <desc>
</desc>
<start> </start> <end> </end> </feature>
<sequence db="sp” acc=".." length=".."> </sequence>

</entry>
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XSLT HTML (2
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SPECTRUR OF TISSURS AND CELL
TYFES. TT HAS Hes DETECTABLE
FROTEASE ACTISTTY DIRER OF A
ALFSA CHATH AND A BETA CHAIN
LESEED Bv A DESULFIDE BOND A SHORT
M OF BGF 15 PROIACED BY
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- 2002.12.11-14
+ GlobusWorld(SanDiego) 2003.1.13-17 Life Science
Workshop

+ PRAGMA( 2003.1.23-24 Life Science Workshop
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